. Lists of differentially expressed genes in BJ cells at 6 hours after HSV-1 infection a. Gene Ontology analysis of differentially expressed genes involved in transcription regulation, b. neuronal differentiation, c. immune system development and d. programmed cell death regulation after HSV-1 infection are listed here. "#DIV/0!" denotes infinite. "up" denotes up-regulation. "down" denotes down-regulation. cytokine and c. cell death, cell-to-cell signaling between control and HSV-1 infection: "•" denotes some genes not reported previously; "※" demotes some genes were recovered in RNA-seq data; "★" denotes some genes were not significantly affected by HSV-1 infection based on RNA-seq analysis. "#DIV/0!" denotes infinite. "No existence" showed there is no corresponding gene in human genome. Table S1d . Figure S1 . Examples of up regulated genes implicated in RNA splicing after HSV-1 infection. Gene Ontology analysis showed that PABPC1, YBX1, ZFP36 and XAB2 that were up regulated 2 fold or more after HSV-1 infection. ﹡denotes significance, p value <0.05.
